BLAST Basic Local Alignment Search Tool 



Blast 2 sequences 

AJ242652: Hepatitis C virus replicon I377/NS3-3'UTR 

Results for: emb|AJ242652.1 Hepatitis C virus replicon l377/NS3-3'UTR(7989bp) 

Your BLAST job specified more than one input sequence. This box lets you choose which input sequence to show BLAST 
results for. 

Query ID 

gi|5441834|emb|AJ242652.1| 
Description 

Hepatitis C virus replicon I377/NS3-3'UTR 
Molecule type 

nucleic acid 
Query Length 

7989 



Subject ID 

29035 
Description 

None 
Molecule type 

nucleic acid 
Subject Length 

9599 
Program 

BLASTN 2.2.21+ Citation 



Zheng Zhang, Scott Schwartz, Lukas Wagner, and Webb Miller (2000), "A greedy algorithm for aligning DNA sequences", 

J Comput Biol 2000; 7(1-2):203-14. 

Other reports: -Y - l > -\s^>^ ;x on sports 



Search Parameters 

Program blastn 

Word size 28 

Expect value 10 

Hitlistsize 100 
Match/Mismatch scores 1 ,-2 

Gapcosts 0,0 

Low Complexity Filter Yes 

Filter string L;m; 

Genetic Code 1 

Karlin-Altschul statistics 

Params Ungapped Gapped 

Lambda 1.33271 1.28 

K 0.620991 0.46 

H 1.12409 0.85 



Results Statistics 



Effective search space 763701 51 



Graphic Summary 

Distribution of 2 Blast Hits on the Query Sequence 



[21 



An overview of the database sequences aligned to the query sequence is shown. The score of each alignment is 
indicated by one of five different colors, which divides the range of scores into five groups. Multiple alignments on the 
same database sequence are connected by a striped line. Mousing over a hit sequence causes the definition and score to 
be shown in the window at the top, clicking on a hit sequence takes the user to the associated alignments. New: This 
graphic is an overview of database sequences aligned to the query sequence. Alignments are color-coded by score, 
within one of five score ranges. Multiple alignments on the same database sequence are connected by a dashed line. 
Mousing over an alignment shows the alignment definition and score in the box at the top. Clicking an alignment displays 
the alignment detail. 



Color key for alignment scores 
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http://blast.ncbi.nlm.nih.gov/Blast.cgi NCBI Blast:AJ242652:Hepatitis C virus replicon I377/NS3-3TJTR 



Dot Matrix V** . 



Plot of gi|5441834|emb|AJ242652.1 1 vs 29035 £?J 



This dot matrix view shows regions of similarity based upon the BLAST results. The query sequence is represented on the 
X-axis and the numbers represent the bases/residues of the query. The subject is represented on the Y-axis and again 
the numbers represent the bases/residues of the subject. Alignments are shown in the plot as lines. Plus strand and 
protein matches are slanted from the bottom left to the upper right corner, minus strand matches are slanted from the 
upper left to the lower right. The number of lines shown in the plot is the same as the number of alignments found by 
BLAST. 




Descriptions 

Legend for links to other resources: ill UniGene !il GEO EI Gene lit Structure Lul Map Viewer 



Sequences producing significant alignments: 

(Click headers to sort columns) 



2 90 35 



444- 



5111 



82 ■ 



C'.C 



98V 
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Ailgrin^hh; Select All o ^ v. 



>lcl | 29035 
Length=9599 



Sort alignments for this subject seq 
E value Score Percent identity- 
Query start position Subject star 



Score = 4447 bits (2408), Expect = 0.0 
Identities = 5058/6316 (80%), Gaps = 268/6316 (4%) 
Strand=Plus/Plus 

Query 1802 TGGCGCCTATTACGGCCTACTCCCAACAGACGCGAGGCCTACTTGGCTGCATCATCACTA 1861 

I I I I I I I II I I I I I III I I I I I I I I I I I I I I I I I II II II II I I I I I 
Sbjct 3418 TGGCGCCCATCACGGCGTACGCCCAGCAGACGAGAGGCCTCCTAGGGTGTATAATCACCA 3477 

Query 18 62 GCCTCACAGGCCGGGACAGGAACCAGGTCGAGGGGGAGGTCCAAG-TGGTCTCCACCGCA 192 0 

I I I I II I I I I I I I I I I I I I I I II I I I I I I I I I I I I II I II II II I 

Sbjct 3478 GCCTGACTGGCCGGGACAAAAACCAAGTGGAGGGTGAGGTCC-AGATCGTGTCAACTGCT 3536 

Query 1921 ACACAATCTTTCCTGGCGACCTGCGTCAATGGCGTGTGTTGGACTGTCTATCATGGTGCC 198 0 

II III I I I I I I I I I II III I I I I I I I II II I I I I I I I I I I I II II II 
Sbjct 3537 ACCCAAACCTTCCTGGCAACGTGCATCAATGGGGTATGCTGGACTGTCTACCACGGGGCC 35 9 6 

Query 1981 GGCTCAAAGACCCTTGCCGGC-CCAAAGGGCCCAATCACCCAAATGTACACCAATGTGGA 2 03 9 

II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct 35 97 GGAACGAGGACCATCG-CATCACCCAAGGGTCCTGTCATCCAGATGTATACCAATGTGGA 3 655 

Query 2040 CCAGGACCTCGTCGGCTGGCAAGCGCCCCCCGGGGCGCGTTCCTTGACACCATGCACCTG 2099 

I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I 
Sbjct 3656 CCAAGACCTTGTGGGCTGGCCCGCTCCTCAAGGTTCCCGCTCATTGACACCCTGTACCTG 3715 

Query 2100 CGGCAGCTCGGACCTTTACTTGGTCACGAGGCATGCCGATGTCATTCCGGTGCGCCGGCG 2159 

I I I I I I I I I I I I I I I I I I I I I I I I I 1 ' 1 ! I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct 3716 CGGCTCCTCGGACCTTTACCTGGTCACGAGGCACGCCGATGTCATTCCCGTGCGCCGGCG 3775 

Query 2160 GGGCGACAGCAGGGGGAGCCTACTCTC-CCCCAGGCCCGTCTCCTACTTGAAGGGCTCTT 2218 

II II I I I I I I I I I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct 377 6 AGGTGATAGCAGGGGTAGCCTGCTTTCGCCCC-GGCCCATTTCCTACTTGAAAGGCTCCT 3834 

Query 2219 CGGGCGGTCCACTGCTCTGCCCCTCGGGGCACGCTGTGGGCATCT-TTC-GGGCTGCCGT 2276 

III I I I I I III I I I I I I I I I I I I I I I I I I I I I I II III I I I I II I 

Sbjct 3835 CGGGGGGTCCGCTGTTGTGCCCCGCGGGACACGCCGTGGGC--CTATTCAGGGCCGCGGT 38 92 

Query 2277 GTGCACCCGAGGGGTTGCGAAGGCGGTGGACTTTGTACCC-GTCGAG--TCTATGGAAAC 2333 

I I I I I I I II II II II I I I I I I I I I I I I I III II III III II I 
Sbjct 3893 GTGCACCCGTGGAGTGGCTAAAGCGGTGGACTTTAT-CCCTGTGGAGAACCTA-GG-GAC 3949 

Query 2334 CACTATGCGGTCCCCGGTCTTCACGGACAACTCGTCCCCTCCGGCCGTACCGCAGA-CAT 2392 

I III I I I I I I I I I I I I I I I I I I I I I I I II II II II II II I I I I I 

Sbjct 3950 AACCATGAGATCCCCGGTGTTCACGGACAAC - CC" Cl'CCACCAGCAGTGCCCCAGAGC-T 4008 

Query 2393 TCCAGGTGGCCCATCTACACGC-CCCTACTGGTAGCGGCAAGAGCACTAAGGTGCCGGCT 2451 

I I I I I I I I I I I II II II III II II I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct 400 9 TCCAGGTGGCCCACCTGCATGCTCCC-ACCGGCAGCGGTAAGAGCACCAAGGTCCCGGCT 4 0 67 

Query 2452 GCGTATGCAGCCCAAGGG-TATAAGGTGCTT-GTCCTGAACCCGTCCGTCGCCGCCACCC 250 9 

III I I I I I I I I I I I II I I I I I I II II II I I I I I II II II II II 
Sbjct 4068 GCGTACGCAGCCC-AGGGCTACAAGGTG-TTGGTGCTCAACCCCTCTGTTGCTGCAACGC 4125 

Query 2510 TAGG-TTTCGGGGCGTATATGTCTAAGGCACATGGTATCGACCCTAACATCAGAACCGGG 2568 

II III II II II I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I 

Sbjct 4126 TGGGCTTT-GGTGCTTACATGTCCAAGGCCCATGGGGTTGATCCTAATATCAGGACCGGG 4184 

Query 2569 GTAAGGACCATCACCAC-GGGTGCCCCCATCACGTACTCCACCTATGGCAAGTTTCTTGC 2627 
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Sbjct 


4185 




2628 


Sbjct 


4244 




2688 


Sbjct 


4304 




2745 


Sbjct 


4361 




2804 


Sbjct 


4420 




2864 


Sbjct 


4480 




2924 


Sbjct 


4540 




2982 


Sbjct 


4598 




3041 


Sbjct 


4657 




3101 


Sbjct 


4717 




3160 


Sbjct 


4776 




3219 


Sbjct 


4835 




3279 


Sbjct 


4895 




3338 


Sbjct 


4954 




3397 


Sbjct 


5013 




3456 


Sbjct 


5072 




3515 


Sbjct 


5131 




3574 


Sbjct 


5190 




3634 


Sbjct 


5249 




3692 


Sbjct 


5308 






Sbjct 


5368 



CGACGGTGGTTGCTCTGGGGGCGCCTATGACATCATAATATGTGATGAGTGCCACTCAAC 

I I I I II I I I I I II II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
CGACGGCGGGTGCTCAGGAGGTGCTTATGACATAATAATTTGTGACGAGTGCCACTCCAC 

TGACTCGACCAC-T--ATCCTGGGCATCGGCACAGTCCTGGACCAAGCGGAGACGGCTGG 

I I I I I I I I III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I 
GGA-T-G-CCACATCCATCTTGGGCATCGGCACTGTCCTTGACCAAGCAGAGACTGCGGG 

AGCGCGACTCGTCGTGCTCGCCACCGCTACGCCTCCGGGATCGGTCACCGTG-CCACATC 

II I I I I II I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I III II III 
GGCGAGACTGGTTGTGCTCGCCACTGCTACCCCTCCGGGCTCCGTCACTGTGTCC-CATC 

CAAACATCGAGGAGGTGGCTCTGTCCAGCACTGGAGAAATCCCCTTTTATGGCAAAGCCA 

I I I I I I I I I I I I I I I I I I I I I I I I III I I I I I I I I I I I I I I I I I I I I I II 
CTAACATCGAGGAGGTTGCTCTGTCCACCACCGGAGAGATCCCCTTTTACGGCAAGGCTA 



CTCTAATGACGGGCTTTACCGGCGATTTCGACTCAGTGATCGACTGCAATACATGTGTCA 

III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I 
CTCTCATGACTGGCTTTACCGGCGACTTCGACTCTGTGATAGACTGCAACACGTGTGTCA 

CCCAGACAGTCGACTTCAGCCTGGACCCGACCTTCACCATTGAGACGACGACCG-TGCCA 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I II I I 
CTCAGACAGTCGATTTCAGCCTTGACCCTACCTTTACCATTGAGACAACCA-CGCTCCCC 

CAAGACGCGGTGT-CACGCTCGCAGCGGCGAGGCAGGACTGGTAGGGGCAGGATGGGCAT 
I II II II I II I I II II II I I I I I I I I I I I I I I I I I I I I I I 

CAGGATGCTGTCTCCA-GGACTCAACGCCGGGGCAGGACTGGCAGGGGGAAGCCAGGCAT 

TTACAGGTTTGTGACTCCAGGAGAACGGCCCTCGGGCATGTTCGATTCCTCGGTTCTGTG 

I II I I I I I I I II II II II I I I I I I I I I I I I I I I I II II II II I 
CTATAGATTTGTGGCACCGGGGGAGCGCCCCTCCGGCATGTTCGACTCGTCCGTCCTCTG 



GGTTGCGGGCTTACCTAAACACACCAGGG-TTGCCCGTCTGCCAGGACCATCTGGAGTTC 

I I II II III I I I I I I II III II I I I I I I I I I I I I I I I I I I I II I 
GGCTACGAGCGTACATGAACACCCCGGGGCTT-CCCGTGTGCCAGGACCATCTTGAATTT 

TGGGAGAGCGTCTTTACAGGCCTCACCCACATAGACGCCCA-TTTCTTGTCCCAGACTAA 

I I I I I I I I I I I I I I I I I I I I I I I IE i ' : i i I I I I I I I I I I I I I I I 

TGGGAGGGCGTCTTTACGGGCCTCACTCATATAGATGCCCACTTT-TTATCCCAGACAAA 



CTCAGGCTCCACCTCCATCGTGGGACCAAATGTGGAAGTGTCTCATACGGCT-AAAGCCT 

III II II II I I I I I I I I I I I I I I I I I I I I I I I I I I I II II II III I 
CTCAAGCCCCTCCCCCATCGTGGGACCAGATGTGGAAGTGTTTGATCCGCCTTAAACCC- 

ACGCTGCACGGGCCAACGCCCCTGCTGTATAGGCTGGGAGCCGTTCAAAACGAGGTTACT 

I II II I I I I I I I I I I I I I I I I II II I I I I I II I I I I I II II II I 
ACCCTCCATGGGCCAACACCCCTGCTATACAGACTGGGCGCTGTTCAGAATGAAGTCAC- 

ACC--ACACACCCCATAACCAAATACATCATGGCATGCATGTCGGCTGACCTGGAGGTCG 

I II I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
-CCTGACGCACCCAATCACCAAATACATCATGACATGCATGTCGGCCGACCTGGAGGTCG 

TCACGAGCACCTGGGTGCTGGTAGGCGGAGTCCTAGCAGCTCTGGCCGCGTATTGCCTGA 

I I I I I I I I I I I I I I I I I I II I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I 
TCACGAGCACCTGGGTGCTCGTTGGCGGCGTCC"GGCTGCTCTGGCCGCGTATTGCCTGT 

CAACAGGCAGCGTGGTCATTGTGGGCAGGATCATCTTGTCCGGAAAGCCGGCCATCATTC 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II II 
CAACAGGCTGCGTGGTCATAGTGGGCAGGATCGTCTTGTCCGGGAAGCCGGCAATTATAC 
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Query 


3812 


Sbjct 


5428 


Query 


3871 


Sbjct 


5487 


Query 


3929 


Sbjct 


5545 


Query 


3985 


Sbjct 


5601 


Query 


4045 


Sbjct 


5661 


Query 


4105 


Sbjct 


5721 


Query 


4164 


Sbjct 


5780 


Query 


4222 


Sbjct 


5838 


Query 


4281 


Sbjct 


5898 


Query 


4340 


Sbjct 


5956 


Query 


4399 


Sbjct 


6015 


Query 


4458 


Sbjct 


6074 


Query 


4518 


Sbjct 


6134 


Query 


4576 


Sbjct 


6192 


Query 


4634 


Sbjct 


6250 


Query 


4692 


Sbjct 


6309 


Query 


4749 


Sbjct 


6366 


Query 


4807 


Sbjct 


6424 


Query 


4866 


Sbjct 


6482 


Query 


4925 


Sbjct 


6541 


Query 


4983 


Sbjct 


6599 



CCGACAGGGAAGTCCTTTACCGGGAGTTCGATGAGATGGAAGAGTGCGCCTCA-CACCTC 

I I I I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I III III 
CTGACAGGGAGGTTCTCTACCAGGAGTTCGATGAGATGGAAGAGTGCTC-TCAGCACTTA 



TGGCGGACCCTCGAAGCCTTCTGGGCGAAGCATATGTGGAATTTCATCAGCGGGATACAA 

III II I I I I I I III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TGGCAGAAACTCGAGGTCTTTTGGGCGAAGCACATGTGGAATTTCATCAGTGGGATACAA 

TATTTAGCAGGCTTGTCCACTCTGCCTGGCAACCCCGCGATAGCATCACTGATGGCATTC 

I II II III I I I I II I I I I I I I I I I I I I I I I II II III I I I I I I I I 
TACTTGGCGGGCCTGTCAACGCTGCCTGGTAACCCCGCCATTGCTTCATTGATGGCTTTT 

ACAGCCT-CTATCACCAGCCCGCTCACCACCCAACATACCCTCCTGTTTAACATCCTGGG 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I III 

ACAGC-TGCCGTCACCAGCCCACTAACCACTGGCCAAACCCTCCTCTTCAACATATTGGG 

GGGATGGGTGGCCGCCCAACTTGCT-CCTCCCAGCGCTGCTTCTGC-TTTCGTAGGCGCC 
III I I I I I I I I I I I I I II II II III I II III I I I I III II II I 
GGGGTGGGTGGCTGCCCAGCTCGCCGCC-CCCGGTGCCGCTACTGCCTTT-GTGGGTGCT 



GGCAGGTTATGGAGCAGGG-GTGGCAGGCGCGCTCGTGGCCTTTAAGGTCATGAGCGGCG 

I I I I I I I I I II III I I I I I II II II II II II III I I I I I I I I I I 
G-CAGGGTATGGCGC-GGGCGTGGCGGGAGCTCTTGTAGCATTCAAGATCATGAGCGGTG 

AGATGCCCTCCACCGAGGACCTGGTTAACCTACT-CCCTGCTATCCTCTCCCCTGGCGCC 
I I I I I I I I I I I I I I I I I I I I I II II II III II I I I I I I I I I I I I I II 
AGGTCCCCTCCACGGAGGACCTGGTCAATCTGCTGCCC-GCCATCCTCTCGCCTGGAGCC 

CTAGTCGTCGGGGTCGTGTGCGCAGCGATACTGCGTCGGCACGTGGGCCCAGGG-GAGGG 
I II I I I I I II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I III I I I I 
CTTGTAGTCGGTGTGGTCTGCGCAGCAATACTGCGCCGGCACGTTGGCCC-GGGCGAGGG 

GGCTGTGCAGTGGATGAACCGGCTGATAGCGTTCGCTTCGCGGGGTAACCACGTCTCCCC 

III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I II I I I I 
GGCAGTGCAATGGATGAACCGGCTAATAGCCTTCGCCTCCCGGGGGAACCATGTTTCCCC 



CTTACCATCACTCAGCTGCTGAAGAGGCTTCACCAGTGGATCAA-CGAGGACTGCT-CCA 

III I I I I I I I I I I I I I I I I I I I I I I I I II I I I III I I I I I 
CTCACTGTAACCCAGCTCCTGAGGCGACTGCATCAGTGGAT-AAGCTCGGAGTG-TACCA 

CGCCATGCTCCGGCTCGTGGCTAAGAGATGTTTGGGATTGGATATGC-ACGGTGTTGA-C 

I I I I I I I I I I I II I I I I I I IE II I I I I I I I I I I I I I I I I I I I I I I I 
CTCCATGCTCCGGTTCCTGGCTAAGGGACATC - GGGACTGGATATGCGA-GGTGCTGAGC 

TGA-TTTCAAGACCTGGCTCCA-GTCCAAGCTCCTGCCGCGATTGCC-GGGAGTCCCCTT 

I III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
-GACTTT-AAGACCTGGCTGAAAG-CCAAGCTCATGCCACAACTGCCTGGGATTCCCTTT 

CT-TCTCATGTCAACGTGGGTACAAGGGAGTCTGGCGGGGCGACGGCATCATGCAAAC-C 

II I II II II I I I I I I III I I I I I I I I II I I I I I I I I I I I I I II 
GTGTC-C-TGCCAGCGCGGGTATAGGGGGGTCTGGCGAGGAGACGGCATTATGCACACTC 

ACCTGCC-CATGTGGAGCACAGATCACCGGACATGTGAAAAACGGTTCCATGAGGATCGT 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GC-TGCCAC-TGTGGAGCTGAGATCACTGGACATGTCAAAAACGGGACGATGAGGATCGT 

GGGGCCTAGGACCTGTAGTAACACGTGGCA-TGGAACATTCCCCATTAACGCGTACACCA 
I I I I I I I I I I I I II I I I I I I I I I III II I I I I I I I I I I I I I I I I I I I I 
CGGTCCTAGGACCTGCAGGAACATGTGG-AGTGGGACGTTCCCCATTAACGCCTACACCA 

CGGGCCCCTGCACGCCC-TCCCCGGCGCCAAATTATTC-TAGGGCGCTGTGGCGGGTGGC 

I I I I I I I I II III I II I I I I I II III I I I I I I I I I I I I I I I 
CGGGCCCCTGTACTCCCCTTCCTG-CGCCGAACTATAAGTTCG-CGCTGTGGAGGGTGTC 

TGCTGAGGAGTACGTGGAGGTTACGCGGGTGGGGGATTTCCACTACGTGA-CGGGCATGA 
III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I III 
TGCAGAGGAATACGTGGAGATAAGGCGGGTGGGGGACTTCCACTACGT-ATCGGGTATGA 
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5042 


CCACTGACAA-CGTAAAGTGCCCGTGTCAGGTTCCGGCCCCCGAATTCTTCACAGAAGTG 


5100 


Sbjct 


6658 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
CTACTGACAATCTTAAA-TGCCCGTGCCAGATCCCATCGCCCGAATTTTTCACAGAATTG 


6716 




5101 


GATGGGGTGCGGTTGCACAGGTACGCTCCAGCGTGCAAACCCCTCCTACGGGAGGAGGTC 


5160 


Sb j ct 


6717 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 
GACGGGGTGCGCCTACACAGGTTTGCGCCCCCTTGCAAGCCCTTGCTGCGGGAGGAGGT- 


6775 




5161 


A-CATTCCTG-GTCGGGCTCAATCAA-TACCTGGTTGGGTCACAGCTCCCATGCGAGCCC 

1 1 1 1 1 1 II II III 1 1 1 1 1 1 1 III 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 
ATCATTCA-GAGTAGGACTCCA-CGAGTACCCGGTGGGGTCGCAATTACCTTGCGAGCCC 


5217 


Sbjct 


6776 


6833 




5218 


GAACCGGACGTAGCAGTGCTCACTTCCATGCTCACCGACCCCTCCCACATTACGGCGGAG 
1 1 1 1 1 1 1 1 1 1 1 1 III 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II II II II 
GAACCGGACGTAGCCGTGTTGACGTCCATGCTCACTGATCCCTCCCATATAACAGCAGAG 


5277 


Sb j ct 


6834 


6893 




5278 


ACGGCTAAGCGTAGGCTGGCCAG-GGGATCTCCCCCCTCCT-TGGCCAGCTCATCAGCTA 


5335 


Sbjct 


6894 


III 1 1 III 1 1 1 1 II III II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II II 1 
GCGGCCGGGAGAAGGTTGGCGAGAGGG-TCACCCCCTTC-TATGGCCAGCTCCTCGGCTA 


6951 




5336 


GCCAGCTGTCTGCGCCTTC-CTTGAAGGCAACATGCACTACCCGTCATGACTCCCCGGAC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 
GCCAGCTGTCCGCTCCATCTCTC-AAGGCAACTTGCACCGCCAACCATGACTCCCCTGAC 


5394 


Sbjct 


6952 


7010 




5395 


GCTGACCTCATCGAGGCCAACCTCCTGTGGCGGCAGGAGATGGGCGGGAACATCACCCGC 


5454 


Sbjct 


7011 


1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GCCGAGCTCATAGAGGCTAACCTCCTGTGGAGGCAGGAGATGGGCGGCAACATCACCAGG 


7070 




5455 


GTGGAGTCAGAAAATAAGGTAGTAATTTTGGACTCTTTCGAGCCGCTCCAAGCGGAGGAG 


5514 


Sbjct 


7071 


1 1 1 1 1 1 1 1 1 II II II II III 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GTTGAGTCAGAGAACAAAGTGGTGATTCTGGACTCCTTCGATCCGCTTGTGGCAGAGGAG 


7130 




5515 


GATGAGAGGGAAGTATCCGTTCCGGCGGAGATCCTGCGGAGGTC-CAGGAAATTC-CCTC 


5572 


Sbjct 


7131 


INI 1 1 1 1 II 1 1 1 1 1 II II II II 1 1 1 1 1 1 1 III 1 III 1 1 1 1 II 
GATGAGCGGGAGGTCTCCGTACCTGCAGAAATTCTGCGGAAGTCTC-GGAGATTCGCC-C 


7188 




5573 


GAGCGATGCCCATATGGGCACGCCCGGATTACAACCCTCCACT-GTTAGAGTCCTGGAAG 


5631 


Sbjct 


7189 


II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II 1 1 1 1 1 1 1 1 1 
GGGCCCTGCCCGTCTGGGCGCGGCCGGACTACAACCCCCCGCTAGT-AGAGACGTGGAAA 


7247 




5632 


GACCCGGACTACGTCCCTCCAGTGGTACACGGGTGTCCATTGCCGCCTGCCAAGG-CCCC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
AAGCCTGACTACGAACCACCTGTGGTCCATGGCTGCCCGCTACCACCT-CCACGGTCCCC 


5690 


Sbjct 


7248 


7306 




5691 


TCC-GATACCACCTCCACGGAGGAAGAGGACGGTTGTCCTGTCAGAATCTACCGTGTCTT 

II 1 1 II II II MM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
TCCTG-TGCCTCCGCCTCGGAAAAAGCGTACGGTGGTCCTCACCGAATCAACCCTATCTA 


5749 


Sb j ct 


7307 


7365 




5750 


CTGCCTTGGCGGAGCTCGCCAC-AAAGACCTTCGGCAGCTCCG-AATCGTC-GGCCGTCG 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 
CTGCCTTGGCCGAGCTTGCCACCAAA-AGTTTTGGCAGCTCCTCAA-CTTCCGGCATT-- 


5806 


Sb j ct 


7366 


7421 




5807 


ACAG-CGGCA CGGCAACGGCCTCTCCTGACCAGCCC-TCC-GACGACGGCGACGCGG 


5860 


Sb j ct 


7422 


1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
ACGGGCGACAATACGACAACATCCTCTGA-GCCC-GCCCCTTCTG--G-CTGCCCCCCCG 


7476 




5861 


GA-TCCGACGTTGAGTCGTACTCCTCCATGcr.r.r.--:--.-TTGAGGGGGAGCCGGGGGATCCC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
-ACTCCGACGTTGAGTCCTATTCTTCCA" GCCCCCCCTGGAGGGGGAGCCTGGGGATCCG 


5919 


Sb j ct 


7477 


7535 




5920 


GATCTCAGCGACGGGTCTTGGTCTACCGTAAGC-GAGGAGGCT-AGT-G-AGGACGTCGT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GATCTCAGCGACGGGTCATGGTCGACGGTCAGTAGTGG-GGCCGACACGGAAGATGTCGT 


5975 


Sb j ct 


7536 


7594 




5976 


CTGCTGCTCGATGTCCTACACATGGACAGGCGCCC^-GATCACGCCATGCGCTGCGGAGG 

1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 
GTGCTGCTCAATGTCTTATTCCTGGACAGGCGCACTCG-TCACCCCGTGCGCTGCGGAAG 


6034 


Sb j ct 


7595 


7653 




6035 


AA-ACCAAGCTGCCCATCAATGCACTGAGCAACTCTTTGCTCCGTCACCACAA-CTTGGT 

1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II II 
AACAAAAA-CTGCCCATCAACGCACTGAGCAACTCGTTGCTACGCCATCACAATCT-GGT 


6092 


Sb j ct 


7654 


7711 




6093 


CTATGCTACAACATCTCGCAGCGCAAGCCTGCGGCAGAAGAAGGTCACCTTTGACAGACT 


6152 


Sb j ct 


7712 


II 1 II II II 1 1 1 1 1 II III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GTATTCCACCACTTCACGCAGTGCTTGCCAAAGGCAGAAGAAAGTCACATTTGACAGACT 


7771 




6153 


GCAGGTCCTGGAC-GACCACTACCGGGACGTGCTCAAGGAGATGAAGGC-GAAGGCGTCC 
II II 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 
GCAAGTTCTGGACAG-CCATTACCAGGACGTGCTCAAGGAGGTCAAAGCAGC-GGCGTCA 


6210 








Query 


6211 


ACAGTTAAGGCTAAACTT-CTATCCGTGGAGGAAGCCTGTAAGC-TGACGCCCCCACATT 


6268 
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Sbjct 


7830 


AAAGTGAAGGCTAA-CTTGCTATCCGTAGAGGAAGCTTGCA-GCCTGACGCCCCCACATT 


7887 


Query 


6269 


CGGCCAGATCTAAATTTGGCTATGGGGCAAAGGACGTCCGGAACCTAT-CCAGCAAGGCC 
1 1 1 1 III II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 
CAGCCAAATCCAAGTTTGGCTATGGGGCAAAAGACGTCCGTTGCC-ATGCCAGAAAGGCC 


6327 


Sbjct 


7888 


7946 


Query 


6328 


GTTAACC-ACATCCGCTCCGTGTGGAAGGAC-TTGCTGGAAGACACTG-AGACACCAATT 
1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 
GT-AGCCCACATCAACTCCGTGTGGAAAGACCTT-CTGGAAGACAGTGTA-ACACCAATA 


6384 


Sbjct 


7947 


8003 


Query 


6385 


GACACCACCATCATGGCAAAAAATGAGGTTTTCTGCGTCCAACCAGAGAAGGGGGGCCGC 

III 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 
GACACTACCATCATGGCCAAGAACGAGGTTTTCTGCGTTCAGCCTGAGAAGGGGGGTCGT 


6444 


Sbjct 


8004 


8063 


Query 


6445 


AAGCCAGCTCGCCTTATCGTATTCCCAGATTTGGGGGTTCGTGTGTGCGAGAAAATGGCC 


6504 


Sbjct 


8064 


1 1 1 1 1 1 1 1 I II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 INI 
AAGCCAGCTCGTCTCATCGTGTTCCCCGACCTGGGCGTGCGCGTGTGCGAGAAGATGGCC 


8123 


Query 


6505 


CTTTACGATGTGGTCTC-CACCCTCCCTCAGGCCGTGATGGGCT-CTTCATACGGATTCC 
1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 
CTGTACGACGTGGT-TAGCAAGCTCCCCCCGGCCGTGATGGGAAGCTCC-TACGGATTCC 


6562 


Sbjct 


8124 


8181 


Query 


6563 


AATACTCTCCTGGACAGCGGGTCGAGTTCCTGGTG-AATGCCTGGAAAG-CGAAGAA-AT 

1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 III II II 1 1 1 1 1 1 1 1 1 1 1 1 
AATACTCACCAGGACAGCGGGTTGAATTCCTCGTGCAA-GCGTGGAA-GTCCAAGAAGAC 


6619 


Sbjct 


8182 


8239 


Query 


6620 


GCCCTATGGGCTTCGCATATGACACCCGCTGTTTTGACTCAACGGTCACTGAGAATGACA 

II 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 III 
-CCCGATGGGGTTCTCGTATGATACCCGCTGTTTTGACTCCACAGTCACTGAGAGCGACA 


6679 


Sbjct 


8240 


8298 


Query 


6680 


TCCGTGTTGAGGAGTCAATCTACCAATGTTGTGACTTGG-CCCCCGAAGCCAGACA-GGC 
HI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 1 1 II 
TCCGTACGGAGGAGGCAATTTACCAATGTTGTGACCTGGACCCCC-AAGCCCG-CGTGGC 


6737 


Sbjct 


8299 


8356 


Query 


6738 


CAT-AAGGTCGCTCACAGAGCGGCTTTACATCGGGGGCCCCCTGACTAATTCTAAAGGGC 
II III II 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II II 
CATCAAG-TCCCTCACTGAGAGGCTTTATGTTGGGGGCCCTCTTACCAATTC-AAGGGGG 


6796 


Sbjct 


8357 


8414 


Query 


6797 


-AGAACTGCGGCTATCGCCGGTGCCGCGCGAGCGGTGTACTGACGACCAGCTGCGGTAAT 

1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 III 
GAAAACTGCGGCTACCGCAGGTGCCGCGCGAGCGGCGTACTGACAACTAGCTGTGGTAAC 


6855 


Sbjct 


8415 


8474 


Query 


6856 


ACCCTCACATGTTACTTGAAGGCCGCTG-CGGCCTGTCGAGCTGCGAAG-CTCCAGGACT 


6913 


Sbjct 


8475 


1 1 1 1 1 1 II III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 
ACCCTCACTTGCTACATCAAGGCC-CGGGCAGCCTGTCGAGCCGC-AGGGCTCCAGGACT 


8532 


Query 


6914 


GCACGATGCTCGTATGCGGAGACGACCTT-GTCGTTATCTGTGAAAGCGCGGGGACCCAA 

III 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 
GCACCATGCTCGTGTGTGGCGACGAC-TTAGTCGTTATCTGTGAAAGTGCGGGGGTCCAG 


6972 


Sbjct 


8533 


8591 


Query 


6973 


GAGGACGAGGCGAGCCT-ACGGGCCTTCACGGAGGCTATGACTAGATACTCTGccccccc 

1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 MINI 
GAGGACGCGGCGAGCCTGA-GAGCCTTCACGGAGGCTATGACCAGGTACTCCGCCCCCCC 


7031 


Sbjct 


8592 


8650 


Query 


7032 


TGGGGACCCGCCCA-AACCAGAATACGACTTGGAG-TTGATAACATCATGCTCCTCCAAT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
CGGGGACCC-CCCACAACCAGAATACGACTTGGAGCTT-ATAACATCATGCTCCTCCAAC 


7089 


Sbjct 


8651 


8708 


Query 


7090 


GTGTCAGTCGCGCACGATG-CATCTGGCAAA-AGGGTGTACTATCTCACCCGTGACCCCA 


7147 


Sbjct 


8709 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 
GTGTCAGTCGCCCACGACGGCG-CTGG-AAAGAGGGTCTACTACCTTACCCGTGACCCTA 


8766 


Query 


7148 


CCACCCCCCTTGCGCGGGCTGCGTGGGAGACAGCTAGACACACTCCAGTCAATTCCTGGC 

1 1 1 1 1 1 1 1 III 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
CAACCCCCCTCGCGAGAGCCGCGTGGGAGACAGCAAGACACACTCCAGTCAATTCCTGGC 


7207 


Sbjct 


8767 


8826 


Query 


7208 


TAGGCAACATCATCATGTATGCGCCCAC-CTTGTGGGCAAGGATGATCCTGATGACTCAT 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III 
TAGGCAACATAATCATGTTTGCCCCCACACT-GTGGGCGAGGATGATACTGATGACCCAT 


7266 


Sbjct 


8827 


8885 


Query 


7267 


TTCTTCTC-CATCCTTC-TAGCTCAGGAA-CAACTTGAAAAAGCCCT-AGATTGTCAGAT 

HI | | | | 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II II 1 1 III III 
TTCTT-TAGCGTCCT-CATAGC-CAGGGATCAGCTTGAACAGGCTCTTA-ACTGTGAGAT 


7322 


Sbjct 


8886 


8941 


Query 


7323 


CTACGGGGCCTGTTACTCCATTGAGCCACTTGACCTACCTC-AGATCATTCAACGACTCC 


7381 


Sbjct 


8942 


Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MINI 
CTACGGAGCCTGCTACTCCATAGAACCACTGGATCTACCTCCA-ATCATTCAAAGACTCC 


9000 


Query 


7382 


ATGGCCTTAGCGCATTTTCACTCCATAGTTACTCTCCAGGTGAGATCAATAGGGTGGCTT 


7441 


Sbjct 


9001 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MINI 
ATGGCCTCAGCGCATTTTCACTCCACAGTTACTCTCCAGGTGAAATCAATAGGGTGGCCG 


9060 


Query 


7442 


CATGCCTCAGGAAACTTGGGGTACCGCCCTTGCGAGTCT-GGAGACATCGGGCCAGAAGT 


7500 
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Query 7501 GTCCGCGCTAGGCTACTGTCCCAqqqaaaq-AGGGCTGCCACT-TGTGGCAAGTACCTCT 7 55 8 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 i r n " if 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Sbjct 9120 GTCCGCGCTAGGCTTCTGTCC-AGAGGAGGCAGGGCTGCCA-TATGTGGCAAGTACCTCT 9177 

Query 7559 TCAACTGGGCAGTAAGGACCAAGCTCAAACTCACTCCAATCCCGGCTGC-GTCCCAGTTG 7617 

I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I II 
Sbjct 917 8 TCAACTGGGCAGTAAGAACAAAGCTCAAACTCACTCCAATAGCGGCCGCTGGCCG-GCTG 92 3 6 

Query 7618 GATTTATCCAGCTGGTTCGTTGCTGGTTACAGCGGGGGAGACATATATCACAGCCTGTCT 7677 

II II III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct 9237 GACTTGTCCGGTTGGTTCACGGCTGGCTACAGCGGGGGAGACATTTATCACAGCGTGTCT 9296 

Query 7678 CGTGCCCGACCCCGCTGGTTCATG-TGGTGCCTACTCCTACTTTCTGTAGGGGTAGGCAT 7736 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct 92 97 CATGCCCGGCCCCGCTGGTTC-TGGTTTTGCCTACTCCTGCTCGCTGCAGGGGTAGGCAT 9355 

Query 7737 CTATCTACTCCCCAACCGATGAACG--GGGAGCTAAACACTCCAGGCCAAT-AGGCCAT- 77 92 

III II I I I I I I I I I I I I I I I I I III I I I I I I I I I I I I I I I I I I I I I 

Sbjct 935 6 CTACCTCCTCCCCAACCGATGAAGGTTGGG-G-TAAACACTCC-GGCCTCTTAAGCCATT 9412 

Query 7793 -CCTG 7851 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I III I I 
Sbjct 9413 TCCTGTTTTTTT TTTTTTTTTTT-TTTTTTTTTTCTTTTTTTTTTTCTTTCCTTTCC 9468 

Query 7852 t c i: c c 1 1 1 t 1 1 cc t c ■: ;: - i 1 1 1. 1. c . c : : X 1 1 c I • : ;: c o 1 1 1 GGTGGC T C C AT C T T AGC C C 7910 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct 9469 T-TC-TTTTTTT--CCT-TTCTTTTTCCCTT-CTTTAAT--GGTGGCTCCATCTTAGCCC 9520 

Query 7911 TAGTCACGGCTAGCTGTGAAAGGTCCGTGAGCCGCTTGACTGCAGAGAGTGCTGATACTG 7970 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Sbjct 9521 TAGTCACGGCTAGCTGTGAAAGGTCCGTGAGCCGCATGACTGCAGAGAGTGCTGATACTG 9580 

Query 7971 GCCTCTCTGCAGATCA 7986 

I I I I I I I I I I I I I I I I 
Sbjct 9581 GCCTCTCTGCAGATCA 9596 

Score = 664 bits (359), Expect = 0.0 
Identities = 373/379 (98%), Gaps = 4/379 (1%) 
Strand=Plus/Plus 

GCCAGCCCCC-GATTGGGGGCGACACTCCACCATAG-ATCACTCCCCTGTGAGGAACTAC 58 

I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GCCAGCCCCCTGA-TGGGGGCGACACTCCACCAT-GAATCACTCCCCTGTGAGGAACTAC 58 

TGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGTGCAGCCTCCAGG 118 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TGTCTTCACGCAGAAAGCGTCTAGCCATGGCGTTAGTATGAGTGTCGTGCAGCCTCCAGG 118 

AcccccccTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCC 17 8 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
ACCCCCCCTCCCGGGAGAGCCATAGTGGTCTGCGGAACCGGTGAGTACACCGGAATTGCC 17 8 

AGGACGACCGGGTCCTTTCTTGGATCAACCCGCTCAATGCCTGGAGATTTGGGCGTGCCC 238 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
AGGACGACCGGGTCCTTTCTTGGATAAACCCGCTCAATGCCTGGAGATTTGGGCGTGCCC 238 

CCGCGAGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATA 2 98 

III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
CCGCAAGACTGCTAGCCGAGTAGTGTTGGGTCGCGAAAGGCCTTGTGGTACTGCCTGATA 2 98 

GGGTGCTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACGAATCCTAA 35 8 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GGGTGCTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGAGCACGAATCCTAA 35 8 



Query 


1 


Sbjct 


1 


Query 


59 


Sbjct 


59 


Query 


119 


Sbjct 


119 


Query 


179 


Sbjct 


179 


Query 


239 


Sbjct 


239 


Query 


299 


Sbjct 


299 


Query 


359 


Sbjct 


359 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



Select All ^ 1 -otvYo.v * v 
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